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DPAAGLEVLAGGGGCG 

EK 

Enterokinase ^ Hind III hu IgGl 

f GAC GAT GAC GAc"aAG CTT 1 'aCT CAC ACA TGC CCA CCG TGC CCA GCA CCT 



FIG. IB 



ATG GAG ACA GAC ACA CTC CTG CTA TGG GTA CTG CTG CTC TGG GTT CCA 
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MKNLSFPLLFLFFL 



52 GTC CCT GAA CTG CTG GGC TCC AGC ATG CCA CTG TGT CCC ATC GAT GAA GCC 
VPEiiGSSMPLCPIDEA 



103 ATC GAC AAG AAG ATC AAA CAA GAC TTC AAC TCC CTG TTT CCA AAT GCA ATA 
IDKKIKQDFNSI.FPNAI 

154 AAG AAC ATT GGC TTA AAT TGC TGG ACA GTC TCC TCC AGA GGG AAG TTG GCC 
KNIGLJICMTVSSRGKLA 

205 TCC TGC CCA GAA GGC ACA GCA GTC TTG AGC TGC TCC TGT GGC TCT GCC TGT 
SCPEGTAVLSCSCGSAC 

256 GGC TCG TGG GAC ATT CGT GAA GAA AAA GTG TGT CAC TGC CAG TGT GCA AGG 
GEWDIREEKVCHCQCAR 



307 ATA GAC TGG ACA GCA GCC CGC TGC TGT AAG CTG CAG GTC GCT TCC TCT CTA 
IDWTAARCCKLQVASSL 



358 GCG GGA GGG GGT GGA TGT GGG ATC GAA GGT CGC AAG CTT ACT 
AGGGGCGIEGRKLT 
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FIG. 2A 



1 GGA TCC GGG ATG AAG AAC CTT TCA TTT CCC CTC CTT TTC CTT TTC TTC CTT 
HKHLSFPLLFLFFI. 

52 GTC CCT GAA CTG CTG GGC TCC AGC ATG CCA CTG TGT CCC ATC GAT GAA GCC 
VPELLGSSMPLCPIDEA 

103 ATC GAC AAG AAG ATC AAA CAA GAC TTC AAC TCC CTG TTT CCA AAT GCA ATA 
IDKKIKQDFNSLFFNAI 

154 AAG AAC ATT GGC TTA AAT TGC TGG ACA GTC TCC TCC AGA GGG AAG TTG GCC 
KNIGLNCWTVSSRGKLA 



205 TCC TGC CCA GAA GGC ACA GCA GTC TTG AGC TGC TCC TGT GGC TCT GCC TGT 
SCPEGTAVLSCSCGSAC 



256 GGC TCG TGG GAC ATT CGT GAA GAA 
GSWDIREE 

307 ATA GAC TGG ACA GCA GCC CGC TGC 
IDWTAARC 

358 GCG GGA GGG GGT GGA TGT GGG GAC 
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FIG. 8A 



IgG antibodies specific for CGGDRVYIHPF ("Angio I") 
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FIG. 8B 



IgG antibodies specific for CGGDRVYIHPFHL ("Angio II") 
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FIG. 8C 



IgG antibodies specific for DRVY1HPFHLGGC ("Angio III") 
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FIG. 8D 



IgG antibodies specific for CDRVYIHPFHL ("Angio IV") 
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Serum IgG specific for Der p I p52 peptide 
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FIG. 9B 



Serum IgG specific for Der p I p1 17 peptide 
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FIG. 10A 



IgG antibodies specific for human VEGFR-2 peptide 




Pili-VEGFR-2 peptide Pili-VEGFR-2 peptide Pili only (HeJ mice) preimmune sera 
(HeN mice) (HeJ mice) 
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IgG antibodies specific for the extracellular domain of human 

VEGFR-2 




Pili-VEGFR-2 peptide Pili-VEGFR-2 peptide Pili only (HeJ mice) preimmune sera 
(HeN mice) (HeJ mice) 
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Coupling of the murine and human VEGFR-2 peptide to Pili 




FIG. 18 A 



Coupling of the murine VEGFR-2 peptide to cys-free HbcAg 
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FIG. 18 C 



Elisa of mice immunized with Pili-mVEGFR-2 peptide 
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Elisa of mice immunized with QB-mVEGFR-2 peptide 
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FIG. 18 E 



Elisa of mice immunized with HbcAg-mVEGFR-2 peptide 
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Serum antibody titers in vaccinated APP23 mice 
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Temperature after challenge with PLA2 
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